
The food systems being studied in the MASTER project are 
linked to diverse environments – marine, plant, soil, rumen 
and food. To accomplish the aims of the MASTER project, the 
microbiomes/microorganisms from these food systems must 
be analysed in a coherent and reproducible manner. 

Collecting,Collecting, preserving, transporting and storing samples – all 
these activities represent procedures that need to be 
standardised across the range of environments, to ensure 
comparability of the microbiomes from the different food 
chain environments. Each step has the potential to introduce 
bias in downstream procedures, as we are collecting living 
microorganisms. For example, a contaminated swab could 
indicateindicate the presence of microorganisms that should not be 
found in the sample. The sample could then be labeled as 
contaminated and the product recalled in error. The same is 
true if the storage conditions are not correct for the sample 
type.

Microorganisms exist in all kind of places; from the surfaces 
we touch to the food we eat. They also exist inside us with 
many microorganisms being integral to our wellbeing. While 
these microorganisms can live in a wide range of locations, 
each environment has specific conditions which influence 
their variety and number; the microorganisms present on an 
apple are not the same as the microorganisms that live inside 
us.us. Within the MASTER project, we aim to create a unified 
approach to the analysis of microorganisms from throughout 
the food chain.
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IN THE INDUSTRY

WithinWithin MASTER, standard operating procedures (SOPs) will 
be developed to reduce these issues and problems, defining 
procedures to be used across the range of environments in a 
food supply chain. These procedures are being formulated 
with the help of all MASTER partners, taking into account the 
specificity of the different sampling environments. The SOPs 
aim to reduce bias introduced in all steps, from sample 
collectioncollection to laboratory work, and will increase reproducibility 
of the analysis.

IN THE LABORATORY

Each environment in the food supply chain has a different 
community and, within MASTER, a set of environment 
specific microorganism profiles are being prepared to 
standardise the analysis. This will allow us to readily identify 
potential contamination problems and ensure a higher 
quality analysis. Collaborations between MASTER partners 
will create environment specific profiles that will support the 
analysis of samples from the food supply chain.analysis of samples from the food supply chain.

IN THE CLOUD

Within MASTER, one of our aims is to standardise the data 
analysis among our partners to be able to compare results 
from the diverse environments that are part of the food 
supply chain. This will be in the form of an analysis pipeline 
and related content, including an online portal for all 
available resources from the project.
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